. Structures and docking score of hydroxy aryl aldehydes (HAA) studied herein. 
SUPPLEMENTARY INFORMATION
. Structures and docking score of hydroxy aryl aldehydes (HAA) studied herein.
S3-S4
Figure S1 Table S3 . Self-docking pose prediction for available crystal structure complexes. 
S23-S25
Bibliography S26 
S3
-----------NHSLHSGSSVSKAGAGPFLEQDEEDEETSMVIVGKISFCPKDVLGHGAE 49 Felis catus -----------NHSLHSSGSASRAGASPFLDQDDEDEETSMVIVGKISFCPKDVLGHGAE 49 Canis lupus f.
---------------------------PFLEQDDEDEETSMVIVGKISFCPKDVLGHGAE 33 * *:**: *****:*:***************** GTIVYRGMFDNRDVAVKRILPECFSFADREVQLLRESDEHPNVIRYFCTERDRQFQYIAI 93 **************************************************:*********
ELCAATLQEYVEQKDFAHLGLEPITLLQQTTSGLAHLHSLNIVHRDLKPHNILLSMPNAH 153 *****************************************************:****** GRIKAMISDFGLCKKLAVGRHSFSRRSGVPGTEGWIAPEMLSEDCKDNPTYTVDIFSAGC 213 *:***************.****************************:************* VFYYVISEGSHPFGKSLQRQANILLGAYNLDCLHPEKHEDVIARELIEKMIAMDPQKRPS 273 *************************** .*:.:*****:*****************:*** AKHVLKHPFFWSLEKQLQFFQDVSDRIEKESLDGPIVKQLERGGRSVVKMDWRENITVPL 333 ********************************** **:*******:*** ********** 
S8
********************************* *******:****** ********** HTYRAMEPCSHERLFQPYYFHEPPDTRPPVTPDTL 428 ***:*** *************.* : :*****.:* Figure S3 . A multiple sequence alignment of the IRE1 cytosolic domain in 8 different organisms using 
